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Plotting genome-scale interaction data as networks usually results in one single, lareg 
component. This obscures the detailed systems of interactions that make up the 
function of the cell. 
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Interactions are modulated over time but defining an appropriate reference time 
point for the purpose of comparing and categorizing interactions may be challenging. 
Time along the cell cycle? Time after onset of an external stimulus? Time after 
specific expression signal? Moreover, the “clock” of timed events may run at different 
speeds, depending on general aspects of the cell’s current state (Stress? Hunger? 
Resting? Replicating?). 
Time resolved interaction studies are technically challenging, and the existence of 
data- and party- hubs has been a controversial topic in the literature. 
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